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: 

. The study population 

consisted of 121 K.  clinical isolates 

isolated from patients clinically suspected by the 

physician to have infections, and the samples 

immediately transported to the microbiology laboratory, 

K. 

MacFaddin . K.  isolates 

were also identified by 

main ESBL, AmpC, 

carbapenemases, AMEs, 16S-RMTase, PMQR,

 and class I integrons genes
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